Instructions for downloading, installing,
and using pak under Windows 7

e To run the software, you need Pythonxy: download the executable [553 MB]
and double-click on it to install the package in your computer

e After you get Pythonxy installed, go to http://www.systaxon.ufes.br/dna

e Click the download button. A download window should appear:
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Download and Usage

‘ Download a
click to save as

In the Table below, hover over barcode image to see an enlarged, pixel-level detail of the barcode generated by each
algorithm (Attention: allow pop-ups)

Table Barcodes, number of bases represented in the respective sample, usage, link to respective software, and
brief explanations on what and how each software piece works (Encoding; Barcode Generation)
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e Click Save

e Open the pak.zip file you just saved — you will need a program to unzip it,
such as izarc (http://www.izarc.org/) or any other of your preference


http://www.systaxon.ufes.br/dna/Python(x,y)-2.7.3.0.exe
http://www.systaxon.ufes.br/dna

The contents of the zip file should be the following:
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Extract all files and place all of them in a folder you must create exclusively
for them, for example in the folder C:\Pak

The GIF files are images needed by the program
The icon.ico file is just an icon

Follow the README.txt instructions if you want to install an icon for pak on
your desktop. It looks like this:

The pak.pyw file is the software you need



e To start the program, simply double-click the pak.pyw file, and the following
window should open:

Aguiar, AP (2013) Publishing large DMA sequence data in
reduced spaces and lasting formats, in paper or PDF. Jfootaxa,
1234:14-22, FOF

Open file

Save file

Paper and PDF

Enable
Mumber of pivels (width) 200

Image resolution (dpi) 300

Processing algorithm none

PDF only

[] Enable

Mumber of pixels (width) | 200
Image resolution (dpi) &00

Processing algorithm none

e Your base pairs sequence must be in a text file, such as the one in the
example below, which is a simple Notepad file:

e e D =

File Edit Format View Help

GTTTTAATTCGTATTGAACTTAGACATCCTGGTATATTTAT TGGAAATGATCAAATTTATAATGTAATTGTTA »
CTGCTCATGCTTTTATTATAATTTTTTT TATAGTAATACCTATCATAATTGGAGGATTTGGAAACTGACTAGT
ACCCTTAATACTAGGAGCCCCTGATATAGCTTTTCCTCGAATAAATAATATAAGTTTTTGAATATTACCCCCC
TCTTTAACACTGCTGCTTTCTAGT TCTATAGTAGAAAACGGAGC TGGAACAGGGTGAACGGTTTATCCTCCCC
TTTCTTCTGGAACAGCTCATGCTGGGGCTTCAGTTGAT TTAGCAATTTTITTCTT TACATTTAGCGGGAATCTC
ATCTATTTTAGGAGCAGTAAATTTTATTACAACTGTAATTAATATACGATCAGCTGGTATTACTCTTGATCGA
CTACCTTTATTTGTGTGATCAGTAGTAATTACAGCTATTTTATTACTTCTT TCTCTACCCGTATTAGCCGGAG
CTATTACTATATTATTAACAGACCGAAATTTAAATACATCTTTTTTTGATCCAATTGGAGGAGGAGACCCTAT
TTTATATCAACATTTATIT

e FASTA files are also accepted



o Load the file with your base pairs into pak: to do this, first click on the upper
left button on the pak window...

B Pak- Sequence Barcodes R ]

Aguiar, AP (2013) Publishing large DNA sequence data in

reduced spaces and lasting formats, in paper or POF. Zootara,
1234:14-22. POE

Open e | _@mclick here
| Savefie | -

Paper and FOF

[V| Enable

MNumber of pixels (width) 200

Image resolution (dp) 300

Processing algorithm [none

POF only

e ... awindow will open, so you can navigate to choose the * . txt or the
*_Tas file you want

or

e Optionally, you may simply provide the full path of the file in the respective
field, for example, for the file Bases. txt at the Dz \dnadata directory:

Aguiar, AP (2013) Publishing large DNA sequence data in
reduced spaces and lasting formats, in paper or PDF. Zoofaxs,
1734:14-22, PDE

Open file | D:\dnadata'\Bases. txt] D
Save file
Paper and PDF

Enable
Number of pixels {width) 200

Image resolution (dpi) 300

Processing algorithm none

PDF only

[ Enable

Number of pixels {width) | 200
Image resolution {dpi) 600

Processing algorithm none -

] [ Cancelar




e You need also to provide the full path with the name of the TIFF image you
want, for example:

W Pak - Sequence Ba rcg @Iﬂ

Aguiar, AP {2013) Publishing large DNA sequence data in
reduced spaces and lasting formats, in paper or PDF. Footaxa,
1234:14-22. PDF

Open file D:\dnadata\Bases.txt D
Save file | D:\dnadata'Bases. tif|
Paper and POF

Enable
Number of pixels (width) 200

Image resolution (dpi) 300

Processing algorithm none

PDF only

[ Enable

Number of pixels (width) | 200
Image resolution (dpi)

Processing algorithm none

[ OK ][ Cancelar ]

¢ |f you want an image with compressed DNA data to be used in both printed
matter and PDFs, leave the Enable option ticked in the “Paper and PDF”
section

e [f you want an image to be used in PDFs only, unselect the option above, and
then select the Enable option for the section “PDF only”

o WARNING: if both “Enable” squares are selected the program will
not run properly

¢ The width of the image which will be generated must be indicated by typing
the desired number of pixels in the following field:

Mumber of pixels (width) 200

e The image resolution, in dpi, must be indicated by typing the desired value in
the following field:

Image resolution {dpi) 300



e Select which compression style you want, from the drop-down menu:

[ ® Pak - Sequence Barcodes M1

Aguiar, AP (2012) Publishing large DNA sequence data
in reduced spaces and lasting formats, in paper or PDF.
Zootaxa, 1234:14-22. PDE

Open fle C:/ABps.txt =

Save fle C:/Sequences/Barcode. tif E]
Paper and PDF |
| Enable

Number of pixels (width) 260
Image resolution (dp) 200

Processng gortm
none

PDF only a2 3

"] Enable #F¥ paks
# paksb

Number of pixels (width EF_EI 7

(o ][ Cconcelr

e Click OK — the program will run

e Your image file will be automatically opened (usually with the Windows
Photo Viewer) when done

e Your image file (a TIFF file) is saved in the directory you indicated

Remember: you must always use the TIF format without compression,
otherwise all the information will be lost and the base pairs in the image will be
unreadable!



